Simple Summary: Growth rates of fast-growing chickens are reduced by a higher ambient temperature (AT) because of difficulties in dissipating heat through the feather coverage. Naked neck meat type genotypes could be helpful in increasing the tolerance for high AT. However, basic model parameters of this genotype necessary to further assess amino acid requirements are as yet unavailable. The experiments were conducted to estimate both the daily nitrogen maintenance requirement (NMR) and the potential for daily nitrogen retention NR max T). These observed model parameters provide the basic information to characterize the growth potential of the genotype for further application in modeling of individual amino acid requirements of naked neck meat type chicken.
Introduction
In the last few decades, substantial genetic progress has been made in broiler growth, feed efficiency, meat yield and increased metabolic rate [1, 2] . Conversely, the birds became more sensitive to suboptimal environmental conditions, especially to hot ambient condition [3] . Compared with muscle growth, the cardiovascular and respiratory systems do not adapt as well to extreme environment conditions, which resulted in a lower capability to regulate energy expenditure and the body water balance system [2] . There are two different main strategies for improving the tolerance of chicken for higher ambient temperatures (AT). Firstly, by reducing temperatures through convection, conduction, radiation and by maintaining house temperature using different management practices, or by decreasing heat production [4] . However, some factors may lead to higher production costs [5] . Secondly, through the introduction of breeds well adapted to high AT and also showing a higher growth potential. Such a breeding and selection strategy can be particularly effective to achieve improved results in unfavorable tropical environments. A useful breeding strategy is to create a breeding stock carrying a major gene for better heat tolerance. The naked neck dominant gene (Na) is known to improve heat endurance through different pathways: Either by decreasing the metabolic heat increment or by diminishing the insulating power of bird's plumage which leads to higher heat loss and thus ultimately helps in regulating body temperature [4] . Previous studies investigated the crude protein (CP) requirement for naked neck birds, but furnished only uncertain information. According to the high protein content of feathers, Ajang et al. [6] suggested that the degree of feathering in fast and slow feathering broilers may influence the CP requirement of chicken. Yalcin et al. [7] observed that naked neck birds did not require less dietary protein because of their reduced feather covering. However, conclusive amino acid (AA) requirement studies have not been carried out for the naked neck birds.
Further applications of an exponential modeling procedure [8] [9] [10] [11] [12] [13] were utilized to fill this gap. This study requires experimental data regarding both the age dependent potential for nitrogen deposition and the daily nitrogen maintenance requirement of this particular genotype. It was the aim of the study to predict these model parameters for homozygous and heterozygous (Na/Na; Na/na) naked neck meat type chicken depending on age and sex. 
Stock and Husbandry
The experiments were conducted at the Division of Animal Nutrition Physiology, Department of Animal Sciences at the Georg-August-University Goettingen with the approval of the Animal Welfare Law Committee of Lower Saxony, Germany.
Heterozygous parent stock (Na/na) from a heavy broiler sire line (Aviagen Poultry Breeders UK) with a genetic disposition for high growth performance was used for obtaining desired experimental homozygous (Na/Na); and heterozygous (Na/na) chicks. The only Na/Na and Na/na genotypes used in the present studies were the full sib and half sib offspring of heterozygous (Na/na) naked neck parents. These share the same genetic background to a high degree, which facilitated the accurate measurement of N deposition for both the genetics during starter and grower period.
All of the experimental birds were reared under standardized housing and feeding regimes from day 0 to 5 and 0 to 20. Afterwards, a total of 144 birds of average weight (72 Na/Na and 72 Na/na, each 50% male and female) were selected for N balance experiments involving both starter (days 10-20; 2 × 36 birds) and grower period (days 25-35; 2 × 36 birds). The birds were individually housed in metabolic cages with wire floors, individual feeders and self-drinking systems. The room temperature was gradually reduced from 32
• C to 23
• C with increasing age. Humidity was maintained between 60%-70% and monochromatic light was provided for 23 h following 1 h darkness.
Feeding and Sampling
Chickens of both genotypes and sexes were randomly allotted to five experimental diets (N1-N5). The formulation of the pelleted diets was based on a constant mixture of the native feed protein sources of soy protein concentrate (SPC), wheat, maize and wheat gluten, but diluted with wheat starch to create graded crude protein (CP) levels between 10% and 38% (Tables 1 and 2 ). For future applications of the data, methionine (Met) was set as first limiting amino acid (LAA) to calculate requirement data following principles of the diet dilution technique. Except Met, other amino acid (AA) requirements were fulfilled according to NRC [14] recommendations and the achieved dietary amino acid pattern was kept unchanged independently of dietary protein levels at both the age periods ( Table 2 ). According to age dependent energy demands, the energy content of the grower diets was enhanced and the CP contents were slightly decreased without changing the AA profile. The dietary Ca and P supply was 1.0% and 0.6% in starter and 0.85% and 0.55% in grower feed, respectively. Further mineral and vitamin supplementations were in line with current recommendations [14, 15] .
Two experimental periods, i.e., starter (days [10] [11] [12] [13] [14] [15] [16] [17] [18] [19] [20] and grower period (days 25-35) were conducted for every genotype and sex. The individual experimental period was divided into an adaptation period (5 days) and two consecutive quantitative excreta collecting periods (each 5 days). At the beginning of the adaptation period, feed was given ad libitum to estimate the adequate level of individual feed intake under housing conditions in the metabolic cages. The individual feed supply was kept constant from day 3 of the adaptation period, slightly adapted during the first two days of the collecting period, and kept constant again up to the end of the collecting periods, respectively. To avoid effects of feed Animals 2015, 5 59 rejection by individual birds due to the extreme CP contents, N balance studies were conducted with 10 and 8 replicates for the lowest (N1) and highest CP diets (N5) and 6 replicates (diets N2-4) per genotype, sex and age period, respectively. Excreta collection was conducted twice a day to prevent ammonia loss from non-acidified excreta. Excreta samples were immediately frozen (−20
• C) for further analysis. 
Laboratory Analysis
Dietary ingredients, experimental diets and excreta were analyzed according to the German standards [17] . The N content was quantified using to the Dumas method (Leco LP-2000, Leco Instrument GmbH, Kirchheim, Germany) and CP was calculated with factor 6.25. Amino acids (AA) of the protein sources were analyzed by ion-exchange chromatography (Biochrom 30, Biochrom Ltd. Cambridge, UK) following acid hydrolysis with and without an oxidation step for quantitative determination of sulfur-containing amino acids. Ether extract was analyzed following HCl hydrolysis of the feed samples.
Model Parameter Assessment and Statistics
Model applications basically require actual information regarding the daily N maintenance requirement (NMR) and the threshold value for daily N retention (NR max T). The NMR estimation utilized the exponential regression between N intake (NI) and daily N excretion (NEX) following graded dietary protein supply [8] [9] [10] [11] [18] [19] [20] in order to prevent non-physiological N free feeding conditions. The obtained NMR value was set as point of intersection with the y-axis. Accordingly, estimating of threshold value NR max T utilized the regression of N deposition (ND) depending on NI:
where NR = daily N retention (ND + NMR; mg/BW kg 0.67 ); NR max T = theoretical maximum for daily NR (mg/BW kg 0.67 ); ND = daily N deposition (mg/BW kg 0.67 ); NMR = daily nitrogen maintenance requirement (mg/BW kg 0.67 ); NI = daily N intake (mg/BW kg 0.67 ); e = basic number of natural logarithm (ln); b = slope of the N retention curve (parameter of feed protein quality). The model parameter b as an indicator of the dietary protein quality was derived following logarithmization and transformation of Equation (1):
61 where b = model parameter for dietary protein quality; ln = natural logarithm; NR max T = theoretical maximum for daily NR; NR = nitrogen retention; NI = nitrogen intake.
Further details of this model application for evaluating the dietary protein quality independent on varying NI are reported elsewhere [13, 19, 21] .
ND max T as the theoretical maximum for N deposition (ND max T + NMR = NR max T) was estimated following several iteration steps by the Levenberg-Marquardt algorithm within the SPSS statistical package. The attribute "theoretical" (T) indicates that the estimated threshold value is not in the area of practical growth data, but they characterize the estimated genetic potential that is not attainable due to several limitations in dietary and environmental factors. An overview about the applied modeling approach is given by Liebert [21] .
Statistical analyses were run with SPSS. N balance data were analyzed by GLM ANOVA using the GLM procedure of SPSS software package (version 19.0 for Windows, IBM SPSS Statistics, Inc., Chicago, IL, USA). A multifactorial ANOVA was utilized using the main factors diet, genotypes, sex and age period. However, the only two-way interaction between selected variables revealed significant effects therefore the three and four way interactions were excluded. The comparison of means was carried out using LS-Means statements and adjusted by Tukey's test. Statistical analysis was performed according to the following model including main factors and significant interaction:
where y ijklm is the dependent variable; µ is the general mean; D i is the main effect of diet (i = N1 . . . N5); G j is the main effect of genotype (Na/Na vs. Na/na); S k is the main effect of sex (male vs. female); A l is the main effect of age (starter vs. grower); DG, DS, DA, GA, GS and SA are the two-way interaction between the main effects and e ijklm is the random error.
Results and Discussion
Results of the analysis of variance involving all diets, genotypes, sexes and age periods and their two-way interactions are given in Tables 3. There was no significant main effect of genotypes. The genotypes' interactions with age period and sex revealed non-significant differences for all N balance parameters, mean BW and DM intake. However, interactions of genotype with the experimental diets (D) showed significant differences in NEX for different diets across genotype. Sex as a main effect did not indicate any significant effects for BW, DMI and NI. However, NEX and ND were significantly different between male and female chickens. Significant interaction of sex with the diet resulted in a significant difference for NI and ND. Interaction of sex with age periods revealed significant differences for MBW, DMI, NI and NEX except ND.
The average data from N balance studies depending on diet, genotype, sex and age period are summarized in 4 and 5. MBW and DMI in starter period (d [10] [11] [12] [13] [14] [15] [16] [17] [18] [19] [20] were significantly (p < 0.001) lower in the diet with lowest CP level (N1) than in diets N2-N5 with increased CP levels in male and female chickens of both genotypes (Table 4) . According to earlier studies [8, 9, 11, 13, 20] , NI and NEX increased significantly with increasing CP level in the experimental diets. ND for diet N1 was significantly lower compared to diets with higher CP contents. Diets N3-N5 yielded non-significant differences for ND among them. The MBW of naked neck chickens during grower period (days 25-35) depending on diet, genotype and sex was significantly higher in the groups with increased dietary CP levels (Table 5) . However, the DMI of homozygous female and heterozygous male chickens was statistically non-significant despite differences in diet. NI and NEX increased significantly from N1-N5 in both the genotypes and sexes.
Similarly, ND was increased with elevated dietary CP contents. Significantly improved ND values were generally found between diets N1 to N3. As observed in the starter period, the b-values of all experimental diets were insignificantly different (p > 0.05) independent on varying dietary CP and NI levels for both of genotypes and sexes. As expected, the b-values (model parameter b multiplied by 10 6 ) calculated according to Equation (3) based on experimental observed ND and derived NMR and NR max T data for corresponding genotypes and sexes (Table 6) , were not significantly different between graded NI levels, respectively. This current observation gives further support for applications of the model parameter b as an excellent measure of the dietary protein quality [20, 21] under conditions of not sufficiently standardized NI. for chicken at 500g BW (starter period) and 1.500g BW (grower period).
Nitrogen Maintenance Requirement (NMR)
Results of the exponential fitting of NEX against NI provide a mathematical approach of the NEX at N free feeding level (Figure 1 ). The observed mean daily NMR for male (293 mg/BW kg 0.67 ) and female chickens (380 mg/BW kg 0.67 ) of genotypes under study are summarized in Table 6 . These threshold values are higher than in previous studies with normally feathered counterparts (GRRS [15] : 264 mg/BW kg 0.67 ; Samadi and Liebert [8] : 252 mg/BW kg 0.67 ; Pastor et al. [11] : Starter 113, grower 215 mg/BW kg 0.67 ).
In addition, GRRS [15] observed a high variability of NMR data in the literature (172 to 591 mg/BW kg 0.67 ), depending on genotype, environment and applied design. The statistical analysis yielded a significant effect of sex on NMR. Genotype and age period were identified as non-significant factors of influence (Table 6 ). Observed NMR data were used for further calculation of NR max T. 
Nitrogen Deposition Potential (NDmaxT)
The threshold values for ND in male and female naked neck growing chickens are demonstrated in Figure 2 and summarized in Table 6 . A significant difference was only observed between age periods.
This observed age dependent decline of NDmaxT is in general agreement with earlier observations [13] . However, results reported from modern broiler genotypes [11] indicate disappearance of this decline of NDmaxT with increasing age of the birds. In addition, a trend was observed that the heterozygous chicken of both sexes demonstrated a slightly higher threshold value for the theoretical maximum of ND (NDmaxT). This observation should not be over-interpreted from current point of view. 
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Conclusions
In comparison to commercial breeds of meat type chicken, the naked neck chickens should be better adapted to hot climate conditions. Thus may be advantageous [4] to introduce the naked neck gene into fast growing breeds of meat type chickens. If so, the naked neck genotype could be advantageous in developing breeds suitable for environmental conditions with heat stress. However, in addition to 
In comparison to commercial breeds of meat type chicken, the naked neck chickens should be better adapted to hot climate conditions. Thus may be advantageous [4] to introduce the naked neck gene into fast growing breeds of meat type chickens. If so, the naked neck genotype could be advantageous in developing breeds suitable for environmental conditions with heat stress. However, in addition to improved adaptation to hot climate both acceptable growth performance and efficiency of nutrient utilization are needed. The current study observed that the estimated parameter of theoretical N deposition potential (ND max T) of naked neck chickens is slightly below the potential recent commercial genotypes [11] but superior to earlier commercial meat type chickens [13] . From this point of view, meat type chickens of the genotype under study hold an acceptable zoo-technical potential. Accordingly, not acceptable zoo-technical potential of the naked neck genotype are to be expected but acceptable production potential use for efficient broiler production systems. In addition, the current study yielded the first experimental data providing basic parameters (NMR, NR max T), which are the precondition for further application of nutritional modeling approaches [21] to derive individual amino acid requirements for the naked neck genotype. Ongoing studies making use of this genotype will help to answer the important question of whether the naked neck gene could modify absolute requirement data for the sulfur containing amino acids methionine and cysteine or the optimal ratio between these amino acids.
